
conserved UTR low, 10

conserved UTR high, 2

novel UTR, 0

conserved CDS low, 27

conserved CDS high, 5
novel CDS, 3

conserved INTRONIC low, 
70

conserved INTRONIC high, 
137

novel INTRONIC, 60

conserved INTERGENIC 
low, 197

conserved INTERGENIC 
high, 272

novel INTERGENIC, 28

GENOMIC LOCATION OF NOVEL AND CONSERVED MIRNAS


